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Screening of the host evasion-related genes in schistosome by RNA
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WFZERC R OB (F30) : Schistosoma japonicum is the parasitic platehelminth living in
the bloodstreem of host. As this worm have the evasion systems from the host immune systems,
vaccine development is not achieved in this field. In the present study, we screened the
genes related to these immune evasions using RNA1 screening method targeting the specific
genes in early infectious stage. As the result of 1°' screening, we found 3 genes related
to the resistance against nitric oxide, and 8 essential genes for survive.
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