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Living cell images of botanical
yeast with marked regions of Golgi
apparatus (up). The automatic segmented
region as a Golgi apparatus (bottom).
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Algorithm Normalized | Performance
Number Similarity Ranking
Al 1.48 8
A2 1.73 10
A3 1.41 7
A4 -3.05 1
A5 -0.52 3
A6 -0.49 5
A7 1.13 6
A8 1.70 9
A9 -0.50 4
Al0 -2.91 2
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