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Artifical Intelligence Assistance for Plant Breeding

Shimono, Hiroyuki
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We aimed to develop a system that assists breeding by using "artificial
intelligence” for breeding. First, (1) as a standardization of "phenotype”, we developed a platform
to extract phenotypic cultivar characteristics as a regression coefficient for the environment from
field big data of rice yield using a crop growth model. Subsequently, (2) as a standardization of "
genotype", we constructed a genotype platform of 365 varieties / strains based on SNP data of 1.63
million locations. We also proposed (3) "Single epoch learning method" as learning with "artificial
intelligence”. Finally, (4) the standard accuracy was evaluated by fusing with the existing genomic
prediction method and its crop model.
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