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White spot syndrome virus (WSSV) and WSSV like fossilized virus genomes were

amplified by the long PCR method to obtain a region covering the entire genome as seven DNA
fragments. We attempted to introduce foreign DNA into the cells of the shrimp using various reagents
and electroporation methods, but no expression of the introduced genes was observed. We also tried
to introduce DNA into primary cultured cells of the shrimp, but were unable to do so. It is
necessary to examine whether there is a problem in the expression of the introduced gene. Comparison
of genomes of WSSV of different isolates showed differences in sequences where amino acid
substitutions occur, suggesting that several genes are associated with virulence intensity. We
obtained sequences transcribed from genes encoded in WSSV like fossilized virus genomes.
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