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The F3 and F4 genereations of chub mackerel with knocked-out AVTR-V1a2 gene

involved in aggression were produced, and their traits were evaluated. Using juvenile fish 30 days
after hatching, comparing traits related to aggression between the WT (wild-type) group and the
knockout (KO) group, cannibalism including aggressive behavior was halved in the KO group, and
oxygen consumption was also reduced. Next, the growth of immature fish (approximately 17 cm) after 5
weeks was compared between the two groups. As a result, the KO group significantly increased body
weight compared to the WT group. In this way, chub mackerel with reduced aggressiveness and good
growth characteristics was developed. Since the survival rate depends on the egg quality at the time
of artificial insemination, the survival rate of both will be evaluated through multiple tests in
the future. In addition, growth rate, food intake, reproductive efficiency, etc. will be similarly
evaluated.
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