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Analysis of total regulatory mechanism of gene expression mediated by
transcription speed control
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We previously showed that phosphorylation of Ser7 (S7-P) of RNA polymerase
Il C-terminal domain (CTD) is important for the regulation of transcription speed by RNA polymerase
I1. In this study, based on the previous results, we analyzed the function and action mechanism of
S7-P using fission yeast. We found that S7-P functions as a “ brake” of transcription at the
transcription initiation site and that the braking mechanism includes the control of the chromatin
structure at the initiation site. Furthermore, we indicated the multiple regulatory function of
S7-P, including transcription termination, heterochromatin formation, other CTD phosphorylation and

stress response.
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