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Membrane fouling is a significant issue in activated sludge systems that use
membrane separation. In this study, our objective was to identify the causes of biofouling, which
is the result of microorganisms, and develop countermeasures. Our findings suggest that substances
and bacteria present in the influent, particularly microscopic bacteria that have not been cultured

before, may contribute to biofouling when the system is overloaded. We employed a novel culture
method to successfully isolate bacteria responsible for biofilm formation on membrane surfaces from

actual biofilm samples. Moreover, we observed a reduction in biofilm formation by utilizing phages
that specifically target and infect these microorganisms causing biofilms.
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