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Establishment of high-strength silk by using long-chain spider silk protein
genes

Kojima, Katsura
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The cDNAs of Spider Araneus ventricosus dragline silk protein, MaSpl,
MaSp2, and MaSp3, were cloned and sequenced. Each were 3-9 kbp in length, which were close to their
full length. Furthermore, we established a genetically modified silkworm in which these genes are
expressed as fusion proteins with the silkworm fibroin H chain. Mechanical properties of those
genetically modified silkworm cocoon silks result in most of the strains showed the same or lower
breaking strength as that of non-recombinant cocoon silks. The introduction of these spider silk
proteins did not improve the mechanical properties of silk.
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