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Mechanisms of membrane trafficking of LDL receptor family members investigated
by the generation of surrogate ligands
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We have succeeded in generating synthetic binding proteins, SWEEPins, that
bind to different domains of the LDL receptor. We determined the crystal structure of one of the
SWEEPins in complex with the LA modules of the LDL receptor. Structural analysis revealed the
recognition mechanism of the LA module by the SWEEPin.
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