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Functional analysis and molecular design of glycosyltransferases in the
biosynthesis of plant triterpenoids
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Triterpenoids, which have a 30-carbon skeleton, are biosynthesized as
triterpenoid saponins with diverse biological activities, undergoing site-specific modification by
glycosyltransferases. In this study, one of a group of enzymes similar to cellulose synthases was
Tirst identified as an enzyme that transfers UDP-glucuronic acid to the C-3 position of
oleanane-type triterpenoids, and was named CSyGT. Furthermore, CSyGT is localized in the endoplasmic

reticulum, and by introducing a total of seven plant-derived genes involved in glycyrrhizin
biosynthesis in budding yeast, a biosynthetic system up to glycyrrhizin could be reconstructed.
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0OSCs: oxidosqualene cyclases; P450s: cytochrome P450 monooxygenases; UGTs: UDP-dependent glycosyltransferases
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