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Functional analysis of the proteins for the endoplasmic reticulum in the
intracellular storage of substance in rice seed and the use in breeding

Kumamaru, Toshihiro

10,700,000

espl Icrp esp3
eRF1 SHWT4
glup7

PDIL1-1 esp2
esp2

The causal genes of espl, lcrp, and esp3 mutations for the prolamine
accumulation encoded the eRF1, SHWMT4, and the factor for the amino acid metabolism, respectively.
The causal gene of glup7 mutation accumulating the proglutelin encoded the factor for the
transportation of the proglutelin from the endoplasmic reticulum (ER). The starch synthesis related
enzymes and the starch properties in the seed of mutants for the storage proteins were analyzed,
resulting that those in mutants didn"t indicate the significant difference compared to the wild
type. Koshihikari breeding line with the esp2 mutant allele, which accumulats the proglutelin within

the ER and defects the PDIL1-1, indicated the good processing properties for food.
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