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Development of wheat lines that produce apomictic embryos
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The objectives of this study were to cross wheat lines to produce wheat that
acquires the apomixis trait and forms cloned embryos, and to identify the genes involved in this
phenomenon. The main findings are as follows: (1) By crossing wheat lines, we produced wheat that
has both parthenogenetic genes and unreduced gamete formation QTLs. (2) Through QTL analysis, we
detected gene loci related to unreduced gamete formation. (3) Using parthenogenetic wheat lines, we
succeeded in observing the morphology of mature embryo sacs before the onset of parthenogenesis. (4)
Through comparative RNA-seq analysis, we found that 109 genes fluctuated specifically in
parthenogenetic wheat lines before and after flowering.
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