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Elucidation of the molecular mechanism of hybrid vigor in Brassica vegetables
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To elucidate the molecular mechanism of hybrid vigor in Chinese cabbage, we
performed genetic, genome-wide association, and whole genome DNA methylation analyses. In the
genetic analysis, we identified QTLs that are related leaf area at 14 days after sowing or yield.
Whole genome DNA methylation analysis identified regions where DNA methylation levels differed
between the parental lines and their F1 progenies. For genome-wide association analysis, RNA-seq was

performed on 73 F1 hybrid cultivars to obtain polymorphic information. In addition, mutants of
genes involved in DNA methylation were generated by genome editing.
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