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Analysis of tomato agronomic traits that are highly sensitive to environmental
changes by using microclimate sensing

Yamamoto, Eiji

12,900,000

In this study, we used a sensing system that records the growth environment
of each individual to measure differences in the growth environment among tomato plants in a
greenhouse, and analyzed the effects of these differences on physiological disorders of fruit using
statistical modeling approaches. The results showed that even in the same greenhouse, small
differences in growth environment affected the final phenotypes. Moreover, growth stages in which
the environment has a significant effect on phenotypes were detected using a time-series analysis.
For example, just before harvest and just after flowering were important for fruit cracking and
fruit set rate, respectively. In addition, we performed transcriptome analysis, which enabled
improvement of prediction accuracy of statistical modeling by narrowing down explanatory variable
based on gene expression information.
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