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Pseudomonas syringae pv. tomato DC3000 (PtoDC3000) induces the expression of

rsmX and rsmY at high cell density, which are small non-coding RNAs (snRNA) and is thought to
control translation. The single snRAN deletion mutants we generated showed no remarkable difference
from wild type (WT) strain. However, if we delete rsmXl, 2, 3, 4, 5 together, the mutant reduced the
expression of flagella-related genes and type 3 secretion system (T3SS)-related genes. Furthermore,
the mutant reduced the levels of swimming ability and virulence to host Arabidopsis thaliana. These

results indicate that at low cell density RsmA (translation regulator) captures flagella- and
T3SS-related mRNA and inhibit their expression, at high cell density newly synthesized rsmX RNA
binds RsmA and activates these translation.
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Arsmx34 WT 1/2 27
GeneName FoldChange | symbol product_name
PSPTO_5673 0.005 RsmX-3
PSPTO_5674 0.009 RsmX-4
PSPTO_5413 0.135 EF hand domain-containing protein
PSPTO_5209 0.279 hypothetical protein
PSPTO_1957 0.398 fliE flagellar hook-basal body complex protein FliE
PSPTO_5675 0.441 RsmX-5
PSPTO_1958 0.442 fliF flagellar M-ring protein FliF
PSPTO_1943 0.451 flgJ peptidoglycan hydrolase FlgJ
PSPTO_1959 0.457 fliG flagellar motor switch protein FIiG
PSPTO_1918 0.457 glycosyl transferase family protein
PSPTO_1942 0.466 flgl flagellar P-ring protein Flgl
PSPTO_4167 0.469 glpF glycerol uptake facilitator protein
sigma-54 dependent transcriptional regulator/response
PSPTO_1956 0.475 fleR
regulator FleR
PSPTO_5510 0.476 oadA pyruvate carboxylase subunit B




PSPTO_1960 0.476 flagellar assembly protein H

PSPTO_1926 0.478 flagellar basal body P-ring biosynthesis protein FIgA

PSPTO_1961 0.481 flil flagellum-specific ATP synthase Flil

PSPTO_1962 0.483 flagellar biosynthesis chaperone

PSPTO_4170 0.488 glpD glycerol-3-phosphate dehydrogenase

PSPTO_1941 0.488 flgH flagellar L-ring protein FIgH

PSPTO_1920 0.488 DegT/DnrJ/EryC1/StrS family aminotransferase

PSPTO_1977 0.489 flhF flagellar biosynthesis protein FIhF

PSPTO_1955 0.493 fleS sensor histidine kinase FleS

PSPTO_1919 0.493 hypothetical protein

PSPTO_4168 0.494 glpK glycerol kinase

PSPTO_1320 0.496 hypothetical protein

PSPTO_1978 0.499 fleN flagellar synthesis regulator FleN
Arsmx1345 WT 1/2 57

GeneName FoldChange | symbol product_name

PSPTO_5674 0.000 RsmX-4

PSPTO_5675 0.001 RsmX-5

PSPTO_5673 0.004 RsmX-3

PSPTO_5672 0.013 RsmX-1

PSPTO_0607 0.020 peptidase, M23/M37 family

PSPTO_0606 0.096 hypothetical protein

PSPTO_5413 0.105 EF hand domain-containing protein

PSPTO_5209 0.221 hypothetical protein

PSPTO_1404 0.236 hrpL RNA polymerase sigma factor HrpL

PSPTO_4159 0.300 bacterioferritin-associated ferredoxin

PSPTO_4008 0.304 hypothetical protein

PSPTO_4182 0.308 D-alanine--D-alanine ligase

PSPTO_0068 0.316 exbD-1 TonB system transport protein ExbD

PSPTO_4007 0.340 hypothetical protein

PSPTO_5622 0.355 hypothetical protein

PSPTO_1381 0.357 hrpAl type Il helper protein HrpAl

PSPTO_0069 0.358 exbB-1 TonB system transport protein ExbB

PSPTO_4017 0.365 hypothetical protein

PSPTO_4016 0.365 hypothetical protein

PSPTO_0579 0.366 sigma factor domain protein

PSPTO_4181 0.376 mutT/nudix family protein

PSPTO_0067 0.376 tonB-1 tonB protein

PSPTO_5435 0.378 hcp-2 secreted protein Hcp




PSPTO_1949 0.381 fliC Flagellin

PSPTO_0577 0.385 tail sheath protein

PSPTO_0580 0.385 tail tape measure protein

PSPTO_4001 0.390 avrPtol type lll effector protein AvrPtol
PSPTO_4009 0.408 cro regulatory protein Cro

PSPTO_5499 0.411 aspA aspartate ammonia-lyase

PSPTO_1252 0.416 Lipoprotein

PSPTO_0578 0.421 hypothetical protein

PSPTO_4174 0.421 amino acid ABC transporter ATP-binding protein
PSPTO_1950 0.422 flagellin FlaG

PSPTO_1382 0.424 hrpz1 type Il restriction system endonuclease
PSPTO_0570 0.426 transcriptional regulator PrtN
PSPTO_0233 0.430 gltP proton/glutamate symporter
PSPTO_0203 0.446 cysteine synthase

PSPTO_1250 0.449 CsgG family protein

PSPTO_4183 0.455 rome-1 50S ribosomal protein L31 type B
PSPTO_5437 0.456 hypothetical protein

PSPTO_1951 0.457 fliD flagellar hook-associated protein FliD
PSPTO_0576 0.458 hypothetical protein

PSPTO_5436 0.467 Rhs element Vgr protein

PSPTO_0279 0.470 hypothetical protein

PSPTO_1387 0.472 hrpF type Ill secretion protein HrpF
PSPTO_1251 0.476 hypothetical protein

PSPTO_4366 0.476 iron-regulated protein A

PSPTO_4173 0.477 amino acid ABC transporter permease
PSPTO_1383 0.480 hrpB type lll secretion protein HrpB
PSPTO_5501 0.487 ansA L-asparaginase |

PSPTOA0032 0.488 Isc-3 Levansucrase

PSPTO_1453 0.489 Isc-1 Levansucrase

PSPTO_2355 0.490 glutathione-regulated potassium-efflux system protein
PSPTO_1209 0.490 RNA polymerase sigma-70 family protein
PSPTO_1886 0.491 sdaA L-serine dehydratase 1

PSPTO_0574 0.492 Lipoprotein

PSPTO_4331 0.496 hopE1l type Il effector HopE1l
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