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Whole chloroplast genome sequencing has revealed variable levels of genetic
diversity among the 12 subalpine species and variable levels of divergence of southern edge
populations to populations in the core range. This suggests that the species have contrasting
glacial/interglacial histories and/or levels of past dispersal. Chloroplast DNA analysis of
Oplopanax japonicus has shown that the most southern edge population at Mt Ishizuchi is genetically
close to populations in central Honshu. On the other hand, the most southern edge populations of
Rhododendron brachycarpum in Shikoku harbour a strongly diverged and unique chloroplast lineage.
Interestingly, in both species a similar genetic break between populations in Tohoku/Hokkaido and
central Honshu/western Japan was observed.
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Abies veitchii YIEY < B 4
Acer ukurunduense FHZNF Loy #K 5
Berberis amurensis EONAE/RIRX  AF AR 2
Betula ermanii Ko BN VI RAVZE S 1P/ N 4
Ilex rugosa YLy EF/F EXK 1
Oplopanax japonicus Ny 7¥ 7a¥ &K 4
Picea jezoensis var. hondoensis + 7 & <Y B 5
Pinus koraiensis FaTyEI37 <Y ‘AR 3
Rhododendron brachyeaipum /N7 %> w7 F7 vy &R 3
Thuja standishii 7an B/ ¥ BEK 2
Tsuga diversifolia aAXYAH < B 4
Vaccinium vitis-idaea AT EE pA AR 1
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cpDNA variation discovered using
whole chloroplast genome
sequencing

S primer pairs amplifying most
variable sites were used to screen all
168 samples from 19 populations

18 SNPs and 2 indels in 2285 bp
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populations in the core of the species range are glacial relicts with high conservation value
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