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Studies on the mechanism for colony formation by the hydrocarbon producing green
microalga Botryococcus braunii

Okada, Shigeru

13,700,000

Botryococcus braunii

Botryococcus braunii

The green microalga Botryococcus braunii produces a lot of liquid
hydrocarbons that can be used as alternative biofuels for petroleum. The alga also produces
biopolymers to form algal colonies in which cells are embeded together. The biopolymer is, however,
troublesome for the effective utilization of this algal species because it hampers easy recovery of
hydrocarbons by trapping them. The biopolymer is derived from the long chain fatty aldehyde. Then
the mechanism of the long chain fatty aldehyde biosynthesis was studied. Transcriptome analyses on
the alga showed that unique fatty acid synthase-like genes are expressing in addition to the
conventional plant-type fatty acid synthase genes. The unique fatty acid synthase-like protein seem
to be responsible for the formation of the long chain fatty aldehyde. Thus characterization of
enzymatic functions of the genes was tried by the heterologous gene expression system using yeast

cells as the host.
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Production of highly methylated triterpene hydrocarbons by a strain of the green microalga Botryococcus braunii isolated in
Japan
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