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Elucidation of commonalities and specificities in genomic imprinting inheritance
by novel mechanisms
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The objective of this study is to understand the molecular mechanism of "
genomic imprinting” , an epigenetic phenomenon unique to placental mammals, through elucidation of
the “ postfertilization imprinted methylation activity” , which we originally discovered. During the

project period, we identified several proteins (binding activities) bound to the 118bp sequence of
the H19 ICR by gel shift assay, which is essential for the phenomenon, and generated transgenic mice

carrying mutations in the cis-binding motifs to verify their functions (3 conference presentations

and one manuscript in preparation). In addition, by generating transgenic mice, the conservation of

post-fertilization imprinted methylation phenomena in human and rat H19 ICR and other DMRs (1G-DMR)
was demonstrated (5 conference presentations, one paper published).
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