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Translation of genetic information proceeds on the ribosome with amino acids

being brought efficiently to the ribosome by the translation factor EF1A one after another. There
are many unclear points about the mechanism for achieving the high efficiency. In this project, we
have demonstrated that the ribosomal stalk protein contributes to translation efficiency by binding,
via its C-terminal region, to two different conformations of EF1A, that is, the active EF1A-GTP
form that carries the aminoacyl-tRNA to the ribosome and the inactive EF1A-GDP form that is
dissociated from the ribosome, and that the interaction between the stalk and EF1A is disrupted by
anothor factor EF1B which promote nucleotide exchange from EF1A-GDP to EF1A-GTP. Furthermore, we
also detected ability of the stalk to bind to a stress-response factor, YchF. These results
represent the versatile functions of the ribosomal stalk in translation efficiency and control.
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