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Elucidation of multidrug recognition and transport mechanisms of MFS-type
multidrug efflux transporters
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To elucidate the mechanism of multidrug recognition and drug uptake by the
major facilitator superfamily (MFS)-type multidrug efflux transporters, we directed our attention
Eowardg MdfA and its analogous MFS-type multidrug resistance (MDR) transporters found in pathogenic

acteria.
We successfully identified two novel structural states of MdfA-Fab fragment complex, achieving a
resolution of greater than 4 angstrom by employing cryo-EM single-particle analysis. We firmly
believe that we have successfully determined the intermediate structure situated between the
occluded state and the outward-open states. Furthermore we aim to determine the co-structure of NorA
and its inhibitor from S. aureus. While we were unable to conclude the structural analysis during
the duration of the allocated funding, we managed to estimate the binding mode of the inhibitor by
employing molecular dynamics (MD) simulations utilizing the alphafold 2 algorithm.
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