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In this research project, we investigated multi-functional specialized
metabolism for metabolomics-assisted molecular breeding approach of Solanum fruit-species by
characterizing the species-wide biosynthetic framework and novel functional genes via cross-species
metabolomics analysis across tomato cultivars and relative wild species. We additionally have
developed a methodology of an integrative omics approach with MS-based metabolomics for
inter/intra-species metabolomics-assisted molecular breeding approach using their
tissue/species-specificity of specialized metabolism. The developed integrative omics approach was
applied to other crop species in the Solanaceae, Brassicaceae and Fabaceae families for functional
genomic analysis. The final outputs derived from this research project were published in 27
peer-reviewed scientific journals and 32 conference presentations.
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