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Role of node for integration of environmental responses in rice
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To understand role of node for integration of environmental responses in
rice, We conducted transcriptome analyses in nodes under several stress conditions, and selected
several candidate genes prominently express in nodes encoding transcription factor, receptor,
peptide hormone etc. uncharacterized previously. Through the functional characterization experiments

using newly prepared knockout lines, we identified a transporter gene which have multiple effects
on K/Ca/P/As translocation, a transcription factor which change the splicing patterns depend on
nutrition conditions and so on. Among them, SSS (Shoot Silicon Signal) showed remarkable response to
silicon supply level. We demonstrate that SSS protein move to the roots and regulate the root
silicon uptake ability.
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