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Functional evolution of novel members of the TASIR taste receptor family in
vertebrates
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In this study, we revealed the repertoires of taste receptor T1R/TASIR
genes in various vertebrates by analyzing their genomic/transcriptomic data. Through comprehensive
phylogenetic analysis of TASIR gene family, we demonstrated that the TASIR family is diverse, in
contrast to the conventional view. We showed that repeatedly gene duplication and loss events caused

the scattered distribution of TASIR genes on the phylogenetic tree. Furthermore, we conducted
functional assays of the newly-identified T1R genes and found that they are capable of recognizing
diverse ligands. As a result, this suggests that the taste sensation of vertebrates is more diverse
than previously thought.
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