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Local and global diversity and evolution of animal colorations explored by
large-scale pattern analysis and comparative genomics
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Animals have a wide variety of color patterns on their body surfaces. The
diversity of these patterns can be divided into "local diversity,”" which is unique to individual
biological taxa, and "global diversity," which is common across multiple taxa. In this research
project, we conducted a comprehensive analysis of the large biological group of fish to elucidate
both local and global diversity of color patterns. Using approaches such as comparative genomic
analysis, we uncovered some aspects of the developmental and evolutionary mechanisms underlying
them.
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