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Analysis of the dosage balance of genes in human chromosomal disorders
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In this study, we have analyzed whether the disruption of gene dosage
balance between the basic helix-loop-helix transcription factor, Hand2, and other genes is the cause
of the skull and the clavicle phenotype in partial trisomy distal 4q (4g+). In addition, we have

carried out the functional analysis of Hand2 and other candidate genes during the skull and the
clavicle formation process. The data from this study will provide useful information to understand
the mechanism of appearance of the 4g+ symptom.
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