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Host-bacteria interactions through immune evasion mechanism
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13,400,000

Immune system plays an important role in host defense against pathogens
and tumor cells. However, it is known that pathogens and tumor cells have acquired various immune
evasion mechanisms to escape from the host immune system. This study revealed that certain immune
inhibitory receptors recognize specific bacteria and that both immune inhibitory receptors and their

bacterial ligands show genetic diversity. These results suggest that host and bacteria have
coevolved through immune inhibitory receptor-mediated bacterial immune evasion mechanisms.
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