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Post-transcriptional regulation that modifies mRNA stability and translation
provides rapid and flexible control of gene expression in immune system. Regnase-1-mediated mRNA
decay (RMD), in which inflammatory mRNAs harboring specific stem-loop structures are degraded, is a
critical part of proper immune homeostasis. However, the mechanisms of the RMD remain to be
clarified. This study is aiming to investigate molecular mechanism of mRNA regulation and
translation mediated by RMD. We found that Regnase-1 targets pioneer rounds of translation and is
critical for rapid resolution of inflammation through restriction of the number of proteins
translated by a given mRNA. Our findings reveal that RMD is essential for efficiently degrading
inflammatory mRNAs undergoing pioneer rounds of translation.
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