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1.Single cell RNA sequencing revealed that APOBEC3B is preferentially
expressed in G2/M cell cycle (Hirabayashi et al., BBRC 2021).2.We employed mass spectrometry to
identify interacting proteins of endogenous APOBEC3B in myeloma cell lines. We detected 30
interacting proteins and among these, ILF2 enhanced APOBEC3B deaminase activities (Kazuma et al.,
Sci Rep 2022). 3.We identified 6735 enhancers including 3237 novel enhancer sequences in clinical
myeloma samples and are investigating their physiological roles in myeloma progression and
chemotherapy resistance. (Unpublished data)
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