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Consideration on the high activation mechanism of bispecific antibodies by
multi-scale analysis for the design of next-generation antibodies
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To elucidate the high activation mechanism of bispecific antibodies caused
by the differences in the molecular configuration, we evaluated them through various analytical
techniques. The result of evaluation of the intercellular cross-linking abilities using atomic force

microscopy (AFM)-sensing revealed that it is important to have a structure that can cross-link
cells with a stronger force for the induction of high activity. In addition, it was clarified that
the effectiveness as a therapeutic agent can be explained by negative stain single particle analysis
of the antibody-antigen complex using a transmission electron microscope.
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