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Stage-specific roles of Notch signaling on induction of T cell development from
hematopoietic progenitor cells
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One of the most important roles of the thymus is providing Notch ligands to
the T progenitor cells. Stage-specific activities of Notch signaling in early T cell development are
suggested by analysis of expression kinetics of individual Notch targets. To clarify stage-specific
roles of Notch signaling, we employed the CRISPR/Cas9-mdeidated acute and stage-specific gene
deletion system in pre- and post-commitment pro-T cells. Notch-regulated target genes before and
after T-lineage commitment change dynamically, and we show that this partially reflects shifts in
genome-wide DNA binding by Notch-1C/RBPJ complex.
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