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To understand the molecular pathology of MLL-rearranged leukemia, which
often results in poor prognosis, we analyzed the molecular mechanisms of oncogenic transformation by
various types of MLL fusion genes. We demonstrated that most (if not all) of MLL fusions recruit an
AEP transcriptional coactivator to the target promoters to activate gene expression. Some subtypes
of MLL fusions need to interact with HBO1l histone acetyl transferase to fully exert their oncogenic
functions, especially the ones that activate gene expression by loading AEP, but not tethering it,
to the target chromatin (e.g., MLL-ELL).
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