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Pathophysiological study and image analysis of early-stage knee OA by focusing
on osteochondrophytes
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We examined pathoph%siology of osteoarthritis (0OA) and obtained the
following data: 1) Cartilage part of osteophyte contained larger numbers of mesenchymal stem cells
compared to OA cartilage and spheroid culture method for osteophytic and articular chondrocytes was
established. 2) HYBID was efficiently up-regulated in OA synovial fibroblasts by IL-6 and involved
in hyaluronan degradation in OA synovial fluid. 3) Knee OA models in HYBID knock-out mice indicated
that HYBID plays a key role via hyaluronan degradation in OA progression. 4) ADAMTS4 is
synergistically overexpressed in OA synovial fibroblasts by IL-1a , TNF-a and TGF-B , and the
expression is completely inhibited by combined treatment with adalimumab and inhibitors for TAK1 or
ALK5. 5) MRI analyses of the patients with anterior cruciate ligament rupture or healthy elderlies
showed that medial meniscus extrusion, a risk factor of knee OA progression, is closely related to
medial tibial osteophyte.
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