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Elucidation of the role of non-coding RNA adsorbed cyclic RNA in cancer growth
invasion and metastasis.
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The ultimate objective of this study was to identify tumor suppressor cyclic
RNAs that specifically adsorb miRNAs and long non coding RNAs involved in cancer progression and
resistance to drugs and radiation, and perform their regulatory function by using comprehensive gene
expression analysis methods, and to analyze their functions qualitatively and quantitatively, and
also to examine their potential as nucleic acid drugs.
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