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Detection of adult lifestyle-related presymptomatic disease by a dynamic
network marker derived from oral specimens

KUBONIWA, MASAE

13,400,000

1,5-AG 2

Q0L

In this study, we collected various clinical parameters, blood biochemical
test data, saliva and plasma metabolome information, and constructed a network analysis model in
which each of the information was input alone or in combination.

The results showed that allose mannose and 1,5-AG in saliva co-vary with the same components in
plasma and reflect hyperglycemia due to type 2 diabetes, and that branched-chain amino acids in
saliva reflect abnormal lipid metabolism.
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