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Development of a tool to predict cognitive decline using metabolomics analysis

Hozawa, Atsushi
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We observed that several metabolomics were associated with change in
congnitive function. After excluding metabolomics which highly correlated with other metabolomics,
we selected 6 metabolme markers to establish metabolome score. Using the score, higher metabolome
score showed lower decline of cognitive function. Especially, participnts with metabolome score 0
showed marked decline in cognitive function
The prediction model with metabome score showed larger area under the ROC curve(0.772) compared with

the model without. Prediction model with metabolome score may have better potential to predict
cognitive dysfucnction. Validation study using ToMMo is now analyzing.
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