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A missing link of the subseafloor carbon and energy dynamics: Microbial
metabolism responsible for crystalline iron(111) oxide reduction

Hori, Tomoyuki
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In this study, the ecophysiological traits of the anaerobic methane and
acetate oxidizers potentially involved in crystalline iron(111) oxide reduction were assessed using
a combination of isolation/cultivation, 16S rRNA gene sequencing, comparative genomics and
high-sensitivity stable isotope probing. The main targets were the hitherto constructed
iron-reducing enrichment cultures and newly obtained marine sediments. Consequently, a better
understanding of the subseafloor carbon and energy dynamics was acquired.
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