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%evelopment of new technology to evaluate the transcription-coupling repair
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Exposure to various environmental factors give rise DNA damage, which is
repaired by multiple mechanisms. The encounter of DNA damage by RNA polymerase in the transcription
region initiate DNA repair, but the detailed mechanism remains unclear because of the lack of
experimental system for evaluating the site-specific phenomenon on the genome where RNA polymerases
encounter against DNA damage. In this research project, we aim to develop a new experimental system
for evaluating RNA polymerase that encounter against DNA damage in order to elucidate the damage

recognition mechanism by RNA polymerase.
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