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Reconstruction of Past Fish Communities Using eDNA Metabarcoding in Coastal
Sediment Cores
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Paleoceanographic studies on fish have been limited to the presence of
scaled rock lobsters in sediments, and there has been no way to reconstruct other fish communities
as a whole. Our project focuses on environmental DNA (eDNAO remaining in sediment cores. The eDNA
refers to DNA fragments from various organisms contained in the environment, and by collecting and
analyzing these fragments, it will be possible to determine what species live in the environment. We

collected sediment core samples from the deepest part of Beppu Bay and conducted eDNA analysis. We
conducted the eDNA metabarcoding using MIFish universal primers which comprehensively amplify fish
DNA. Then, we confirmed that these fish species can be detected in the recent-past layers of the

sediment cores. We demonstrated that metabarcoding is possible for sediment samples using MIFish
universal primers.
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