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This study focused on the DNA degradation kinetics in sediment of water
environment. An estuarine amphipod Grandidierella japonica was used as a test organism and the
potential source materials of environmental DNA was produced to conduct a laboratory test of its
biodegradation. We successfully prepared the dead bodies of juvenile amphipods and the feces of fish

predating the amphipods and subjected them to the degradation test. As a result, the degradation
rate of DNA in the dead bodies was significantly higher than in the fish feces and also iIn the
products of growing phase. The result suggested the importance of predator®s feces in the
environmental DNA analysis of sediments.
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