(®)
2019 2022

Microbial-mineral interactions of toxic metals for stabilization of mine waste
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The objective of this study was to elucidate the microbial-mineral
interactions that affect the stability and geochemical cycling of toxic metal(loid)s in contaminated
environments. To investigate the diversity of microorganisms involved in the transformation of
toxic metal(loid)s, arsenic- and antimony-metabolizing microorganisms were enriched and isolated
from contaminated environmental samples. Phylogenetically diverse metal (loid)-transforming bacteria
were obtained and their biotransformation mechanisms were characterized by using genomic approach.
The metal metabolism mechanism of these novel microorganisms is expected to contribute to the
recovery of useful metals by producing rare metal crystals and to the stabilization of Sb through

the reduction of iron oxide minerals.
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