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Effects of biological tissue exposed to medium-power ultrasound on the
development and growth of organisms and their safety evaluation
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In order to investigate the effects of medium-power ultrasonic exposure on

the development and growth of organisms, a proteome analysis of medaka embryos exposed to ultrasound
and an approach using rat exposed to ultrasound were carreid out.
An experimental system that one medaka embryo exposed to pinpoint ultrasonic waves was constructed,
and a method to analyze changes in the total amount of protein exposed to ultrasound was proposed.
From the results of two-dimensional electrophoresis and SWATH analysis, it is found that a protein
is affected by ultrasonic exposure.

It was suggested that the approach using rats exposed to ultrasound may improve the antioxidant
power in the living bodg exposed to low-intensity ultrasonic waves several times a week for about 1
minute. It may be possible to directly enhance muscle cells growth.
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(LIPUS: Low Intensity Pulsed Ultrasound)
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(Umeda, Changes in Neutrophil Immune Functions under Different Exercise
Stresses, Jpn.J.Hyg., 66, 533-542, 2011.)
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