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Dynamic femtoliter reactor technology for next generation digital bioassays
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In order to innovate the current digital biocanalytical technologies, this
project has developed the new field of "dynamic nano reactor technology" by effectively adopting
unique physical phenomena such as LLPS and the Soret effect. As a result, some technologies such as
a reactor technology that autonomously concentrates target molecules, a technology for patterning
phase-separated droplets, and an "artificial cell reactor” that grows autonomously have been
developed. These achievements will serve as the basis for "next-generation digital bioanalytical
technology” that will enable highly sensitive on-site biochemical test. In addition, quantitative
measurement of the "individuality” of enzyme molecules and viral particles was conducted, and a part

of the mechanism of individuality expression was revealed. Moreover, the quantitatively analysis of
the functional diversification among molecules led to the discovery that intermolecular
individuality and ability to evolve are correlated.
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O AT EATBARS HARET L7=, Soret ZhRI%. RFTHIRE QBN - 72 @53 T OWME « HEFRBS:
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