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comprehensive studies on the molecular basis of early development and clonal
evolution in cancer using advanced genomics.
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The advancement of next-generation sequencing technologies has unveiled the
landscape of driver mutations for major cancers. However, new questions have arisen regarding the
timing of early clonal selection in carcinogenesis, the contribution of subsequently acquired
genetic mutations to intra-tumoral heterogeneity, and their impact on the clinical behavior of
cancer. This study not only elucidated the early lesions and cellular origins of cancers, along with

the history of clonal evolution, for representative cancer types, but also unveiled the functional
significance of non-coding genetic aberrations in carcinogenesis. Furthermore, we conducted genetic
analyses of various cancers using large cohorts to understand the effects of genetic abnormalities

on the pathophysiology and clinical presentation of cancer.
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