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Molecular ecological analysis on rhizosphere microbial community responding to
above-ground light environment
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Bacterial and fungal community structures in roots of rice (cv. Nipponbare)
were compared between the wild type and phytochrome-associated Tosl7 mutants. As a result, the
relative abundances of 5 bacterial groups at phylum level (FCPU426, Fibrobacteres, Nitrospirae,
Spirochaetes, WS2) and 4 fungal groups at class level (Dothideomycetes, Saccharomycetes,
Sordariomycetes, Ustilaginomycetes) in roots of mutants were significantly different relative to
those in wild type. In addition, community analysis of leaf-associated fungi at class level revealed

that the relative abundance of Microbotryomycetes in a mutant was also significantly different
relative to that in wild type rice.
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