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Synthesis of unnatural amino acids and peptides is an important technology
in the field of drug discovery, especially for multi-product synthesis and mass production. In this
study, keto acids, which are difficult to synthesize organically, were synthesized from amino acids
using enzymes, followed by the condensation of keto acids with hydroxylamine derivatives in the
absence of chemical reactants to produce amino acids and peptides. This technology incorporates
elements of parallel synthesis for synthesizing multiple products and flow synthesis that can be
used for mass production using immobilized enzymes, and could be a useful synthetic technology for
mass production of various amino acid and peptide syntheses.
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