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Construction of the brown macroalgae-based biorefinery system for the high
production of terpenoid and lipids
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In this study, the plasmid for the expression of ylacsl, ylHmgl, and ylAcll
was constructed to improve the biosynthetic pathway of terpenoid in Yarrowia lipolytica. Moreover,
the capacity to utilize DEH was conferred on Y. lipolytica, resulting YIiDEH+ strain. The condition
to produce DEH from sodium alginate was optimized e.g. through optimizing the amounts of endo- and
exo-type alginate lyases. Lipids were produced from each glucose and DEH by using the YIiDEH+ strain

and analyzed by GC-MS. Composition of the lipid from DEH was similar to that from glucose. The
amount of the former was lower than that of the latter.
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