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Development of binding scaffold with a protein from a hyperthermophilic archaeon
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A thermostable protein domain from a protease is expected to develop to
artificial binding scaffold. To improve the solubility of SD1, SD1 protein was mutated by rational
design using several structure prediction programs (foldx and Tango). The designed mutants were
expressed in E. coli, and mutations of SD1 surface residues (Y15K, W18R, S106R) improved solubility
expression. Furthermore, introduction of mutations (S26K, Q91P) in the aggregation-prone region
(APR) 1identified by calculation improved soluble expression.
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Figure 3. Binding of SD1 variants
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