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Global control of the lipids that make up biological membranes is known to
be regulated by a small number of transcriptional regulators that target lipid-metabolizing enzymes
and their regulator genes, called master transcriptional regulators. Master transcriptional
regulators have been identified for glycerophospholipids and sterols in yeast and mammals, but not
for sphingolipid metabolism. We have shown that the C2H2-type Zn finger transcription factor Com2 is

a master transcriptional regulator of sphingolipid metabolism in yeast, which is induced upon
reduction of sphingolipid levels and regulates the expression of genes involved in sphingolipid
metabolism downstream.
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