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The temperature compensatory nature of the circadian clock is a ?reat
mystery regarding the molecular mechanism underlying this property, in which the period length does
not change with temperature, i.e., the rate of oscillation is held constant with respect to
temperature. In this study, we aimed to elucidate the molecular mechanism that ensures the
temperature compensatory nature of the ATPase activity of the cyanobacterial clock protein KaiC, and
measured the ATPase activity of KaiC under various conditions. KaiC-like proteins were purified and
compared with the biochemical properties of KaiC. Temperature compensatory properties were
suggested to be unique to KaiC.
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