©
2019 2023

GPCR

Elucidation of the mechanism underlying osteoclastic _differentiation and
functional regulation by ligand-independent GPCR activation
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i i The applicants previously performed RNA-seq analysis on mature osteoclasts
differentiated from the mouse monocytic cell line Raw264, and found that GPR137B, an orphan G

protein-coupled receptor, was highly expressed selectively in osteoclasts. Therefore, we generated
Raw264-derived GPR137B-overexpressing cell lines and Gprl37b gene-knockout mice to analyze the

function of GPR137B in osteoclast differentiation. Our in vitro analyses revealed that GPR137B could
be involved in the action of calcitonin through the regulation of calcitonin receptor expression in

osteoclasts. However, the Gprl37b gene knockout mice did not show significant abnormability in bone
histology. Therefore, more detailed analyses are ongoing.
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